Investigation of the mechanisms of electromagnetic field interaction with proteins.
In our earlier work we have proposed that protein activation is electromagnetic in its nature. This prediction is based on the Resonant Recognition Model (RRM) where proteins are analyzed using digital signal processing (DSP) methods applied to the distribution of free electron energies along the protein sequence. This postulate is investigated here by applying the electromagnetic radiation to example of L-Lactate Dehydrogenase protein and its biological activity is measured before and after the exposures. The concepts presented would lead to the new insights into proteins susceptibility to perturbation by exposure to electromagnetic fields and possibility to program, predict, design and modify proteins and their bioactivity.